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g__Collinsella
g__Sutterella
f__Christensenellaceae
g__Phascolarctobacterium
g__Eubacterium
g__Parasutterella
g__Lachnoclostridium
g__Odoribacter
g__Barnesiella
o__*Gastranaerophilales
g__Methanobrevibacter
g__Dorea
g__Alistipes
g__Bifidobacterium
o__Clostridiales
g__Anaerobutyricum
g__Roseburia
g__Megamonas
f__Erysipelotrichaceae
g__Anaerostipes
g__Fusicatenibacter
g__Subdoligranulum
g__Ruminiclostridium
g__Parabacteroides
g__Akkermansia
g__Ruminococcus
f__Ruminococcaceae
g__Blautia
f__Lachnospiraceae
g__Faecalibacterium
f__Coriobacteriaceae
g__Turicibacter
g__Bilophila
g__Dialister
g__Intestinibacter
g__Butyricimonas
c__Mollicutes
g__Merdibacter
g__Coprococcus
g__Clostridium
g__Marvinbryantia
g__Thalassospira
g__Lachnospira
g__Romboutsia
g__Bacteroides
g__Adlercreutzia
g__Victivallis
g__Terrisporobacter
g__Streptococcus
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0.00

0.06

0.12

0.18

0.24

0.30


