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UniRef90_A5KMC2|g__Blautia.s__Ruminococcus_torques
UniRef90_A5KRL0|g__Blautia.s__Ruminococcus_torques
UniRef90_A5KP23|g__Blautia.s__Ruminococcus_torques
UniRef90_A5KR91|g__Blautia.s__Ruminococcus_torques
UniRef90_A7B6K2|g__Blautia.s__Ruminococcus_torques
UniRef90_B5CLP5|g__Blautia.s__Ruminococcus_torques
UniRef90_A5Z2Z6|g__Blautia.s__Ruminococcus_torques
UniRef90_UPI0001532979|g__Blautia.s__Ruminococcus_torques
UniRef90_A5KR94|g__Blautia.s__Ruminococcus_torques
UniRef90_D4K330|g__Faecalibacterium.s__Faecalibacterium_prausnitzii
UniRef90_R6RJ40|g__Eubacterium.s__Eubacterium_siraeum
UniRef90_C0EUN1|g__Eubacterium.s__Eubacterium_hallii
UniRef90_A5ZUA7|g__Blautia.s__Ruminococcus_obeum
UniRef90_A5ZTV8|g__Blautia.s__Ruminococcus_obeum
UniRef90_A5KRH1|g__Blautia.s__Ruminococcus_torques
UniRef90_A5ZYU0|g__Blautia.s__Ruminococcus_obeum
UniRef90_A8S9X2|g__Faecalibacterium.s__Faecalibacterium_prausnitzii
UniRef90_A7V4G1|g__Bacteroides.s__Bacteroides_uniformis
UniRef90_C0FWA4|g__Roseburia.s__Roseburia_inulinivorans
UniRef90_B0NWG0|g__Bacteroides.s__Bacteroides_stercoris
UniRef90_A5KR92|g__Blautia.s__Ruminococcus_torques
UniRef90_A5ZYV6|g__Blautia.s__Ruminococcus_obeum
UniRef90_A5ZQM1|g__Blautia.s__Ruminococcus_obeum
UniRef90_A5ZYV3|g__Blautia.s__Ruminococcus_obeum
UniRef90_R6I7I3|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_C9L306|g__Bacteroides.s__Bacteroides_finegoldii
UniRef90_A8S6F2|g__Faecalibacterium.s__Faecalibacterium_prausnitzii
UniRef90_A8S7R2|g__Faecalibacterium.s__Faecalibacterium_prausnitzii
UniRef90_A8S6F0|g__Faecalibacterium.s__Faecalibacterium_prausnitzii
UniRef90_R5UH58|g__Eubacterium.s__Eubacterium_rectale
UniRef90_R9HTU6|g__Bacteroides.s__Bacteroides_uniformis
UniRef90_C9KZG0|g__Bacteroides.s__Bacteroides_finegoldii
UniRef90_R6HMV6|g__Bacteroides.s__Bacteroides_vulgatus
UniRef90_D4L8D4|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_D4K8B0|g__Faecalibacterium.s__Faecalibacterium_prausnitzii
UniRef90_D4L687|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_D4JLQ5|g__Eubacterium.s__Eubacterium_rectale
UniRef90_A6L7D4|g__Bacteroides.s__Bacteroides_vulgatus
UniRef90_R6HQY6|g__Bacteroides.s__Bacteroides_vulgatus
UniRef90_D4MJ27|g__Eubacterium.s__Eubacterium_siraeum
UniRef90_D4K653|g__Faecalibacterium.s__Faecalibacterium_prausnitzii
UniRef90_D4L681|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_R5DX05|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_D4L559|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_D4CC82|g__Eubacterium.s__Eubacterium_rectale
UniRef90_A6L7K6|g__Bacteroides.s__Bacteroides_vulgatus
UniRef90_UPI00015BEA70|g__Bacteroides.s__Bacteroides_uniformis
UniRef90_R5E201|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_D4L8W3|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_R5E0E1|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_C7H2J6|g__Faecalibacterium.s__Faecalibacterium_prausnitzii
UniRef90_R5K264|g__Bacteroides.s__Bacteroides_uniformis
UniRef90_A6L2L6|g__Bacteroides.s__Bacteroides_vulgatus
UniRef90_R5MIX2|g__Bacteroides.s__Bacteroides_vulgatus
UniRef90_C7H861|g__Faecalibacterium.s__Faecalibacterium_prausnitzii
UniRef90_R7P1P4|g__Bacteroides.s__Bacteroides_vulgatus
UniRef90_D4L6B4|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_C4ZGC4|g__Eubacterium.s__Eubacterium_rectale
UniRef90_B0MNF8|g__Eubacterium.s__Eubacterium_siraeum
UniRef90_C3Q1W1|g__Bacteroides.s__Bacteroides_vulgatus
UniRef90_R5DNM8|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_D4L725|g__Ruminococcus.s__Ruminococcus_bromii
UniRef90_R6HIV7|g__Bacteroides.s__Bacteroides_vulgatus
UniRef90_R6S2J8|g__Eubacterium.s__Eubacterium_siraeum
UniRef90_C7H4T9|g__Faecalibacterium.s__Faecalibacterium_prausnitzii
UniRef90_A5ZYV7|g__Blautia.s__Ruminococcus_obeum
UniRef90_A5ZQM3|g__Blautia.s__Ruminococcus_obeum
UniRef90_A5ZYK6|g__Blautia.s__Ruminococcus_obeum
UniRef90_A7V2K8|g__Bacteroides.s__Bacteroides_uniformis
UniRef90_A7V4G2|g__Bacteroides.s__Bacteroides_uniformis
UniRef90_B0NWG2|g__Bacteroides.s__Bacteroides_stercoris
UniRef90_A5ZLI2|g__Bacteroides.s__Bacteroides_uniformis
UniRef90_D4JJT5|g__Eubacterium.s__Eubacterium_rectale
UniRef90_A7V4G3|g__Bacteroides.s__Bacteroides_uniformis
UniRef90_UPI00015E6A9A|g__Faecalibacterium.s__Faecalibacterium_prausnitzii
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