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seq11:g__Penicillium
seq8:unidentified_family
seq10:unidentified_family
seq28:g__unidentified;s__Plantae_sp
seq27:f__Tremellales_fam_Incertae_sedis
seq26:f__Pleosporaceae
seq64:unidentified_family
seq59:unidentified_family
seq55:unidentified_family
seq43:g__unidentified;s__Plantae_sp
seq38:unidentified_family
seq21:unidentified_family
seq14:unidentified_family
seq32:unidentified_family
seq20:unidentified_family
seq19:unidentified_family
seq4:g__unidentified;s__Malasseziales_sp
seq31:g__Aspergillus;s__Aspergillus_penicillioides
seq30:unidentified_family
seq23:unidentified_family
seq15:unidentified_family
seq39:unidentified_family
seq16:unidentified_family
seq22:unidentified_family
seq17:unidentified_family
seq13:unidentified_family
seq49:f__Tremellales_fam_Incertae_sedis
seq41:g__Saccharomyces;s__Saccharomyces_cerevisiae
seq33:unidentified_family
seq18:unidentified_family
seq25:unidentified_family
seq12:unidentified_family
seq6:unidentified_family
seq3:unidentified_family
seq37:unidentified_family
seq29:g__Alternaria
seq24:unidentified_family
seq51:unidentified_family
seq7:unidentified_family
seq1:unidentified_family
seq36:g__Ganoderma
seq35:f__Xylariales_fam_Incertae_sedis
seq42:g__Gnomoniopsis;s__Gnomoniopsis_sp
seq40:unidentified_family
seq50:unidentified_family
seq34:g__Knufia
seq5:unidentified_family
seq9:unidentified_family
seq2:unidentified_family
seq68:unidentified_family
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