Accelerated Epigenetic Aging in Bladder Cancer Patients
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The Beauty of Science is to Make Things Simple*

Nature vs. Nurture

Abstract

Aging represents the most important risk factor for many chronic diseases including
cardiovascular diseases, diabetes, and cancer, therefore understanding the mechanisms
of aging Is a fundamental step for designing new treatments for chronic diseases. DNA
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Bladder Cancer Patients Age Faster Than Healthy Population
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In brief, our gender-specific urine DNAge® analysis is a tool for the precise biological aging
guantification and can be used to address guestions in aging and urinary tract health.

DNAge® prediction. DNAge® prediction of the same urine samples (n=35) which are analyzed
using (A) SWARM®, (B) llumina 450K or EPIC BeadChip. (C) The correlation between samples

_ B _ _ _ from 35 individuals analyzed by SWARM® platform or array-based platforms.
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Figure 2. Gender-specific urinf DNAge® test optimized for urine samples. (A) Male urine
DNAge®training data (r = 0.982, error = 0.6); (B) Male urine DNAge® testing data (r = 0.9609, error =
1.2); (C) Female urine DNAge® training data (r = 0.9836, error = 0.3); (D) Female urine DNAge®

testing data (r = 0.9698, error = 1.1).

sequencing-based technology DNAge® test is a significant improvement compared to array-
based platform.
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